. Interaction between RECQ5 and RNA PI. Figure S4 . RAD18 forms foci at sites of interference between replication and transcription. Representative images of U2OS cells stained for RAD18 and EdU upon treatment with replication and/or transcription inhibitors as indicated. HU (2 mM) was added for 90 min, ActD (1 µg/ml) was added for 1 h, cordycepin (Cord.; 50 µM) was added for 2 h. EdU was added 1 h before addition of HU or fixation. Nuclei were stained with DAPI. NT, nontreated. Figure S5 . Relative expression of Flag-tagged RECQ5 variants and endogenous RECQ5 in U2OS T-REx cells. Relative mRNA abundance of endogenous or total RECQ5 (endogenous plus Flag-tagged wild-type RECQ5, RECQ5-K58R, RECQ5-R934A, or RECQ5-PIP4A) normalized to ALAS1 (5′-aminolevulinate synthase 1). Cells were cultured in the presence of doxycycline (0.4 ng/ml) for 48 h. Parental U2OS T-REx cells were transfected with siControl or siRECQ5. RNA was isolated using TRI reagent (Sigma-Aldrich). cDNA was prepared using the Superscript III reverse transcription (Invitrogen) with 1 µg total RNA in the reaction. cDNA was analyzed by qPCR using primers to distinguish endogenous RECQ5 (forward primer match to shRNA silent mutations in Flagtagged variants) from total RECQ5 (Table S1 ). Data are represented as mean ± SD. 
